The title compound, C 10 H 7 N 3 O 4 , is zwitterionic, with one carboxyl group deprotonated and the pyridyl group protonated. The pyridine ring is close to coplanar with the imidazole ring, making a dihedral angle of 2. 79 (8) , this conformation being maintained by the presence of an intramolecular O-HÁ Á ÁO hydrogen bond. In the crystal, two sets of N-HÁ Á ÁO hydrogen bonds link the molecules through three conjoined cyclic hydrogen-bonding interactions, with two R 1 2 (7) and one R 2 2 (10) motifs, forming centrosymmetric cyclic dimers. These are linked through C-HÁ Á ÁO hydrogen bonds, giving a supramolecular chain structure extending along the b-axis direction.
Structure description
In recent years, interest in carboxylic acid compounds having both pyridine and imidazole ring systems has increased due to their versatility in the assembly of compounds having novel structures. At the same time, their coordination chemistry has become an expanding field of study because of the potential applications in crystal engineering (Zheng et al., 2012; Li et al., 2010 Li et al., , 2013 . Because of its structural features, the title compound may be a suitable bridging ligand for the construction of coordination polymers with interesting architectures. The synthesis of this acid has been reported previously (Li et al., 2012 (Li et al., , 2014 Xin et al., 2013) , but its crystal structure has not. Only the crystal structures of its coordination polymers have been described previously (Wang, Yu et al., 2014; Yu et al., 2013) .
The title compound is f zwitterionic in the solid state, with one carboxyl group (defined by O1/C1/O2) deprotonated and the pyridyl atom N3 protonated (Fig. 1) . The pyridine ring is close to coplanar with the imidazole ring, making a dihedral angle of 2. 79 (8) . The O1/C1/O2 and the O4/C4/O4 carboxyl groups are also essentially coplanar with the imidazole ring, making dihedral angles of 4.265 (14) and 3.48 (9) , respectively. This data reports conformation is maintained by the presence of an intramolecular O3-H3Á Á ÁO2 hydrogen bond (Table 1 ).
In the crystal, two sets of N-HÁ Á ÁO hydrogen bonds (N1-H1Á Á ÁO1
i and N3-H3AÁ Á ÁO1 i ) link two molecules through three conjoined cyclic hydrogen-bonding interactions, with two R 1 2 (6) and one R 2 2 (10) motifs, forming centrosymmetric cyclic dimers (Fig. 2) . These dimers are linked through C-HÁ Á ÁO hydrogen bonds, forming a supramolecular chain structure extending along the b-axis direction. Present also in the structure are very weak interactions between pyridine and imidazole rings [minimum ring-centroid separation = 3.9510 (7) Å ].
Synthesis and crystallization
The title compound was prepared by the literature method (Elagab & Alt, 2016; Zheng et al., 2012) . o-Phenylenediamine (0.05 mol) was mixed with picolinic acid (0.05 mol) and the mixture was poured into 50 ml of preheated (373 K) polyphosphoric acid. The mixture was stirred and heated at 448 K for 3-5 h after which the reaction mixture was then poured into ice-cold water and allowed to stand overnight. The precipitate was removed by filtration and washed several times with dilute sodium hydrogen carbonate solution and finally with water. The reaction product 2-(2-pyridyl)benzimidazole was then air dried. To 0.04 mol of this product in 55 ml of water was added 70 ml of concentrated H 2 SO 4 and K 2 Cr 2 O 7 (37 g). The resulting mixture was allowed to react at 363 K for 15 min and then poured into ice-water. The white precipitate formed was filtered and washed with water to give the crude product in 55% yield. Crystals suitable for X-ray analysis were obtained after recrystallization from an aqueous solution of the title compound.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ). Computer programs: CrystalClear (Rigaku, 2008) , SHELXS97 and SHELXL97 (Sheldrick, 2008) and OLEX2 (Dolomanov et al., 2009) .
Figure 1
Molecular configuration and atom-numbering scheme, with displacement ellipsoids drawn at the 50% level.
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2016). 1, x161641
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
